1 T<WCCTCC*CCCCaCCCCCCa^ 

92 CCCCTGCCTCTCCCCCAACCCACACCACCCTCCCCCCaCCCCCCCCCCwCCCCCCCCTaCCCAACCCCCCCCCCCTCCCCCTCCCCCCCCCC 

114 CCCCCCACTGACACCCCCCC^ ^ 

275 ^^CCCCCCCCCCCCCCACACACA^^ 36T 

38 6 CCCCCCCACTCCCCCCTCCCCCCCCTCCCCCCCCACTCTCCCCCCCCCACACCCCCACCCCCCCCCCCCC CCCCCACCCCCCTCCCTCACCA 



37 
506 



105 



01 
183 
275 



459 

«• CCCTO-ACxCACCTCCCCTTCACCACrCCCCCCTCTC* ^ & & & £| & & CCC M £S CCT 5S 5^ 

14 Leu Arc Ser Val Net Ate Ser tie Ala Gin Val Scr Leu Ala Ala Leu Leu Leu Leu Pro Mel Al* Thr 
S37 CTC ACA ACC CTC ATC CCC ACC ATC CCC CAC CTC TCC CTC CCT CCT CTC CTC CTC CTC CCT ATC CCC ACC 

Al* Met His Ser Asp Cys Me Phe Lys Lys Clu Gin Ala Mel Cys Leu Clu Lys lie Gin Arc Val Am sn 
CCC^ATG CAT TCC CAC TCC ATC TTC AAC AaG CAC CAA CCC ATC TCC CTC CAC AAC ATC CaC ACC CTC AAT 674 



36 
605 



52 
743 



60 Atp Leu Mel Cly Leu Ain Asp Ser Ser Pre Cly Cys Pro Cly Met Trp Asp Asn lie Thr Cys Trp Lys 

675 CAC CTC ATC CCC TTC AAT CAC TCC TCC CCA CCC TCC CCT CCC ATC TCC CAC AAC ATC ACC TCT TCC AAC 

83 Pro Ala His Val Cly Clu Mel Vei Leu Val Ser Cys Pro Clu Leu Phe Arc fie Ph« Asn Pr« a«* ru i«r 

744 CCC CCC CAC CTC CCT CAC ATC CTC CTC CTC ACT TCC CCT CAA CTC TTC cd ATC TTC AAC Ccl CaI CAA J?? 



12S 
851 



... !i* If? V* ™L 5 IU Thr l,e Cl3r c, « ™« "»« A »* asp Scr Lys Ser Leu Asp Leu Ser Asp Mel 

513 CTC TCC CAC ACC CAA ACC ATC CCA CaC TTC CCT TTT CCA CAC ACT AAA TCC TTC CAT CTC TCA CAC ATC 

129* Arc Val v»| Ser Arc Asn Cys Thr Clu Asp Cly Trp Ser Clu Pro Phe Pro His Trr Phe a. b 11* r*v- ■<. 

6*2 ACC CTC CTC ACC CCC AAT TCC ACC CAC CAT CCA TCC TCA CAC CCA TTC CCT TAT £c CAT CCC TCT 950 



1" 5i y ™1 5iJ» *[1 1*1 V 3ar Cta Thr C,y Ajp CIn Aap Tyr Tyr T ' r Ser Vai Lys Ala Leu Tyr 

951 CCC TTT CAC CAC TAC CAA TCT CAC ACT CCC CAC CAC CAT TAC TAC TAC CTC TCA CTC AAC CCC CTC TAC 

,11? T H r 111 C,y Tyr Ser Thr Scr Laa Vai T»r Thr Thr Ala Mel Val lie Leu Cys Arr Phe Arr Lr, iqt 

1020 ACA CTT CCC TAC ACC ACC TCC CTC CTC ACC CTC ACC ACT CCC ATC CTC ATC CTC TCT CCT £c Ccl AAC ! 



174 
101* 



1058 

.1!! hii Vi l 7% Thl * hTt Asn P * e Me 111 * M « l Asn Leu Phc Val s « r Wie Mel Leu Arc Al a He Ser Val 5?o 

- gi 1059 CTC CAC TCC ACC CCC AAC TTC ATC CAC ATC AAC CTC TTC CTC TCC TTT ATC £c ACC See ATC TCC CTC l"? 

kS 221 Ph€ 11 « A *P Trp lie Leu Tyr Ala Clu Gin Asp Scr Asn Ills Cys Phe Vai s*r TSr- v*i ri„ r>„. tj-i 

- 1155 TTC ATC AAA CAC TCC ATC CTC TAT CCT CaC CAC CAC ACC AAT CAC TCC m CTC ?CC ACT GTC VaI TCC 1226 

If^ ^£ ^JL± 111 — Zii Ph * 7,10 Hi * Trr Cyi VaI VaI Scr A * n Trr Tr * --eu He Clu Cly Leu '66 

Ua 1227 AAC CCT GTC ATC CTT TTC TTC CAC TAC TCT CTT CTA TCC AAC TAC TTC TCC CTC TTC ATC CAC CCC CTC 



1295 

115 ^ 212 T 5£ Leu Leu v *' Clu Ph « -To Clu Ar S Arc Tyr Phe Tyr Trp Tyr Me Me Me 289 

1296 TAT CTC TTC ACC CTC CTC CTC CAC ACC TTC TTC CCC CAC ACC ACA TAT TTC TAC TCC TAC ATC ATC ATT ill 4 



312 
1433 



^ ,«? rll Ul III T l r Thr Val Cys * aI Sep Val Trp AU Hcl Ar « Tyr Phe Asp Asp Thr Cly 

a . 1365 CCC TCC CCC ACA CCA ACT CTC TCT GTC TCT CTC TCC CCT ATC CTC ACC CTC TAC TTC CAT CAC IcI CCC 

P till rcn Irr ^? 111 t*Z A * n Thr Ala Lcu Trp Trp Val 11 e c, y ^o ?al Val Cly Ser He Mel 335 

jg 1434 TCC AAC ACC CCT CTC TCC TCC CTC ATC AAA CCC CCT CTA CTT CCC TCC ATA ATC llll 

m iSS ^ » ??? stt ??s ^ ^ lis & ^ lis s »i sis is is? ^ ?s z: & is & w 

£ «ss & A A :s as & as & ss § & a ss a a as as as a s ss sss ^ as as ,s: 

,23? as s as ss ^ s a: & & ss ii? $ & & & & & ? c s & ss us 



1709 

427 
1778 

450 
1847 



i}?2 ~£ 555 Hi r l,c Hl * Tyr Thr Vai Al * s « r Pro C*« *»« v »l Ser Lys Arc Clu Ar* Leu 

1710 CCA CTC TTT CCA ATC CAC TAC ACT CTC TTT CCT TTC TCC CCG CAC AAC GTC ACC AaI ACC CAC Jcf ctS 

.«? Ill 555 5 l S ~ C,y L,U Cly S * r Gln Cly Phe Vl1 AI * v »» Tyr Cys Phe Lcu Asn G!y" 

1779 CTC TTT CAC CTC CCT CTC CCC TCC TTC CAC CCC TTT CTC CTC CCT CTT CTC TAT TCC TTT CTC AAT ccl 

li^i cic Si? £i5 Si; ! i; Ly ; Arjc Ly * Trp Ars Scr Trp Us vai A * n Ar « Tyr «•« m « i 473 

184 8 CAC CTC CAC CCC CAC ATC AAC ACC AAC TCC CCC ACC TCC AAC GTG AAC CCC TAC TTC ACC ATC CAC TTC 1916 

toT? A^'ri; 5JS 2 1 ; S * r LCU Al * Ser Scr Cly Val A * n CIy Cly T^** c,n Leu Scr tie Lcu Ser Lys 496 

1917 AAC CAC CCC CAC CCA TCC CTC CCC ACC ACC CCC CTC AAC CCC CCC ACC CAC CTC TCC ATC CTC ACC AAC 1985 

All 5 Zi l cr Qln 1X9 Arff Mel Scr Clr Leu Pro Al * A «* A *» l-cu Ala Thr 513 

1986 ACC ACC TCC CAC ATC CCC ATC TCT CCC CTT CCC CCC CAC AAC CTG CCC ACC TCA CCCCACCCTCCCCCCTCCTC 2059 

2060 TCCTCTCTACCCAGCCTCCCCCTCTCCTCCCCCCCCCGCCCACCCATCTTCT Zl&l 

2152 WCCCCCACGTTCGACAACCATCCCCCA<^CCCACCT 22 <3 

2244 A<XCACACATGTAATACrCCTTAArrCCCAACT 2 33S 

2336 ATTCACAACCTT AACTAACCACTAaCCACCGTCACTCCCTCCCaCCCCTCCCATCCCCTCaCCTaCT^ 2427 

2425 CCGCCCrTCCTTAAACCCCCCCCTCAAATTCTCCCACCTCAAACTCTCACTCCm 2519 

2520 TCCTCCACTCACCCACCTTACTCCAACTCCACCTTGCATCCCCAC^ 25ll 

2612 TCCACCTCCCCACCTCCCCACCTCCCCACCTCCTCCCCATCACACACT 2703 

2704 CTACCCCTAACCCCACACAAAACTTCTCCACCTTTTCaTTT 279S 

279* ACATCCAAACACCTTCCAC 2Jl4 



Fig. 3 ^ 

I TCCCCTCCACCCCACCCCCCACCCrCCC^^ 
I7i «=*<^<ra««C«CCCCACACACACACCC^^ 

3« «ccsc«ucTCcccamxccBa^^ 

4«i CCCTCTACACACCrCCCCTTCACCACTCCCCCCrCTCA Sre 22 ci£ & SiS ?S S SS ccS £? & 

,5? & e 2s & & ^ £ : - & «s & ss & & & & - & s is & ss " 



Sic r^r 5iT tf2 A *" A4P Scr Scr Pro C,3r Cys Pr « GIy Hel 7r " Me Thr Cys Trp Lys 

CAC CTC ATG CCC TTC A AT CAC TCC TCC CCA CCC TCC CCT CCC ATC TCC CaC aa C ATC ACC TCT TTC aIZ 

,5 s as as ^ as as sisisssisfssa: ss ss a as ss as a as a: 
;;s ss ?;s as s; a: ss us a: as ss a; s? si; as is; s: ss ss a; ss ;s as si 

i« Ice rrr Zii- ?J£ A *2 C/3 Thr CIu Ajp CIy Tr » Ser CI « ^re Pra fits Tyr Phe Asp Ala Cys 

542 ACC CTC CTC ACC CCC AAT TCC ACC CAC CAT CCA TCC TCA CAC CCA TTC CCT CAT TAT TTC cl? Sec TCT 

rlZ ?5? S12 212 I /r Gltl 3<r GIU Thr CIy A * P CIn A * p T * p ^ T >"" Leu 3«r V«| Lys Ala Lea Tyr 
CCC TTT CAC GAG TAC CAA TCT CAC ACT CCC CAC CAC CAT TAC TAC TAC CTC TCA CTC aIc CCC CTC TAC 

Vl[ lii £Lj I 7 !! S * r Thp 3 « r Lea v *' Thr Leu Thp Thr Ala Met Val He Leu Cys Arr Phe Arr Ly, 
ACA CTT CCC TAC ACC ACC TCC CTC CTC- ACC CTC ACC ACT CCC ATC CTC ATC' CTC TCT CCT TTC CCC aVc 



221 



TTC ATC SI SS TCC ATC CTC TAT ScT 22 CAC ffi ACC » S£ TCC TTT CTC TCC 2? CTC S£ £ ^ 

jfi .5;? ss ss sj st s ss ss as a & si s; ?ss is e ss iss ss ss iis as as ss .a 
ni .a s; ss ss ss ss ss si as s; ss ss s as s a be ss bs ;ss be us us us : ,s 

. ,s as iss as k a s si is? si ?s si ;ss ss ss ss iss ss us ss a; as ia as ,s 

I S » » « »2S2525iBSS!SS Si iiS S as £ Si Si as ?SS K Si ,S 

[II ,^5 CTi » TTT CTC CTS TTC ATC £g ^ ATT CTC lie CTT CTC CaS £ CTT ^ TCT S & ATC & ,2?! 

o J5 as rs as ?ss ;ss ijsss^ssssssassssa ss ss lis a ss sr a: iis ,a 

1 2" 2ic ?I£ ACT CTC TTT CCT £r ?S rJ2 rl2 1^ I?i 3 ^ ^ Ar « CItt Ar * Lea VI n. CI u Le« Cly 404 

cac TAG ACT CTC TTT CCT TTC TCC CCC CAC AAC CTC ACC AAC ACC CaC ACA CTC CTC TTT CAC CTC CCT 1709 

m5 CTC W$ TCC TTC CAC cce ttt ^ Zji ^2 1^ Cys ^ C Le« As« Cly CJ» Yal Clr, Al. CItt 427 
i/io CTC CCC TCC TTC CAC CCC TTT CTC CTC CCT CTT CTC TAT TCC TTT CTC AAT CCA CAC CTC CAC CCC CAC _ 1775 

1779 ATC aI5 lee A^c l£J £5 3 ~ 12 ^ Vttl A * a Ar * T3fr Thr Mel Aip ^ Lys His Arx Ills Pro 450 

1779 ATC AAC ACC AAC TCC CCC ACC TCC AAC CTC AAC CCC TAC TTC ACC ATC CaC TTC AAC CAC CCC CAC CCA 1147 

TCC CTC ccc ?25 ??£ 5iJ !ii Cly C,r Thr Clfl Lc« S«r He Leu Scr Lys Ser Ser Ser Gin tie 

TCC CTC CCC ACC ACC CCC CTC AAC CCC CCC ACC CAC CTC TCC ATC CTC ACC AAC ACC ACC TCC CAC ATC 



91 
I S3 
Z7S 
347 
4S9 



37 til H V Hts Ser A4P C/ * ,le ?he Ly« Lys CIo Gin Ala Met Cys Leu CIu Lys Me ei * v,i a 

«04 CCC^ATC CAT TCC CAC TCC ATC TTC AAC AAC CAC CAA CCC ATC TCC cTc clc aIc ATC CaC lec C^C ll? " 

90 

*7S CAC CTC ATC CCC TTC aaT Cac Tcr rrr rrl ^ Wei fi? rnr Tf * Ly» « 3 

743 



903 

39 
074 



1SI 
9S0 

991 CCC TTT CAC GAG TAC ^1 r^r n'.r V^r ZZZ ^ if! l 7 L ^ l* r Yal Lys Ala Leu Tyr 174 

1019 

1020 ACA CTT CCC TAC ice ACC rrr. r^r r^r Vrr ^ \~ 7~ 121 \L1. ^ 5^ Ar * Lys 197 

1093 

$ « ss as ?ss ss sss ss ss us as ss s ss ss si ss » ss ss iss as ;is. iss ss ,s; 



473 
19IS 

ilTi i2 Mal S * r Clr L * a Ala A * p Asa Leu Ala Thr ••• a*S 

1917 CCC ATC TCT CCC CTT CCC CCC CAC AAC CTC CCC ACC TCA CCCC\CCCTCCCCCCTCCTCTCCTCTCTACCCACCCTCCC 1 90S 

1 994 CCT<rrCCTCCCCCCCCCCCC^^ 2047 

2044 CATCCCCCACACCOCCTCTTTACCCTTCCTCTTTTCCCCCT 2 1 79 

X 1 10 TTAATTCCCAACTCATCCATTCTTTCCCTTTCCCAACTCCTTCCTT 227t 

2372 ACTAACCACCCTCACTCCCTCCCACCCCTCCCATCCCCT^ 23al 

2344 CCCTCAAATTGTCCCACCTCA A>CTCTCACTCCTTTCACTCT l4iS 

2454 (TTCCAACTCCACCTTCCATCGC^ 2$47 

2544 OTCCCCACCTCCTCCCCATCACACACTCCCAAACCTCCACCCATCT 2fi33 

2540 AACTTCTCCACCTTTTCATTTCCCCCAACAAAAA>CTCCCAACATCCACAAAACTCCATCT 2730 



• # 



Fig. 4 



1 5 . 10 

Bovine cDNA Met His Ser Asp Cys lie Phe Lys Lys Glu Gin 
* * * * * ** * * * * 

Unified bovine Sample Met His Ser Asp Cys He Phe Lys Lys Glu Gin 

15 • • 20 25 

iSUa Met Cys Leu Glu Lys lie Gin Arg Val Asn Asp Leu Met 
* * * * * # # * * * * * # * 

HAla Met Cys Leu Glu Lys lie Gin Arg Val Asn Asp Leu Met 

£3 " " 

[ply Leu Asn Asp 
kf* * * * 

Gly Leu Asn Asp 
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Fig. 7 

CGAGTGGACAGTGGCAGGCGGTGACTGAATCTCCAAGTCTGGAAACAATAGCCAGAGA 5 8 



59 TAGTGGCTGGGAAGCACCATGGCCAGAGTCCTGCAGCTCTCCCTGACTGCTCTCCTGCTG 118 

1 MetAlaArgValLeuGlnLeuSerLeuThrAlaLeuLeuLeu 14 

119 CCTGTGGCTATTGCTATGCACTCTGACTGCATCTTCAAGAAGGAGCAAGCCATGTGCCTG 178 

15 ProValAlaIleAlaMetHisSerAspCysIlePheLysLysGluGlnAJ.aMe-tCysLeu 34 

179 GAGAGGATCCAGAGGGCCAACGACCTGATGGGACTAAACGAGTCTTCCCCAGGTTGCCCT 238 

35 GluArglleGlnArgAlaAsnAspLeuMetGlyLeuAsnGluSerSerProGlyCysPro 54 

239 GGCATGTGGGACAATATCACATGTTGGAAGCCAGCTCAAGTAGGTGAGATGGTCCTTGTA 298 

55 GlyMetTrpAspAsnlleThrCysTrpLysProAlaGlnValGlyGluMetrValLeuVal 74 

299 AGCTGCCCTGAGGTCTTCCGGATCTTCAACCCGGACCAAGTCTGGATGACAGAAACCATA 358 

75 serCysProGluValPheArgllePheAsnProAspGlnValTrpMetThrGluThrlle 94 

359 GGAGATTCTGGTTTTGCCGATAGTAATTCCTTGGAGATCACAGACATGGGGGTCGTGGGC 418 

95 GlyAspSerGlyPheAlaAspSerAsnSerLeuGluIleThrAspMe-tGlyValValGly 114 

419 CGGAACTGCACAGAGGACGGCTGGTCGGAGCCCTTCCCCCACTACTTCGATGCTTGTGGG 478 

115 ArgAsnCysThrGliiAspGlyTrpSerGluProPheProHisTyrPheAspAlaCysGly 134 

479 TTTGATGATTATGAGCCTGAGTCTGGAGATCAGGATTATTACTACCTGTCGGTGAAGGCT 538 

135 PheAspAspTyrGlviPrcGluSerGlyAspGlnAspTyrTyrTyrLeuSerValLysAla 154 

: * $ 539 CTCTACACAGTCGGCTACAGCACTTCCCTCGCCACCCTCACTACTGCCATGGTCATCTTG 598 

V." $ 155 LeuTyxThrValGlyTyrSerThrSerLeuAlaThrLeuThrThrAlaMe-tVallleLeu 174 

£ . 599 TGCCGCTTCCGGAAGCTGCATTGCACTCGCAACTTCATCCACATGAACCTGTTTGTATCC 658 

175 CysArgPheAxgLysLexiEJisCysThrArgAsnPhelleHisMetAsnLeuPheValSer 194 



659 TTCATGCTGAGGGCTATCTCCGTCTTCATCAAGGACTGGATCTTGTACGCCGAGCAGGAC 718 

195 PheMetLeuArgAlalleSerValPhelleLysAspTrpIleLeuTyxAlaGluGlnAsp 214 

719 AGCAGTCACTGCTTCGTTTCCACCGTGGAGTGCAAAGCTGTCATGGTTTTCTTCCACTAC 778 

il 215 SerSexHisCysPheValSerThrValGluCysLysAlaValMetValPhePheHisTyr 234 

779 TGCGTGGTGTCCAACTACTTCTGGCTGTTCATTGAAGGCCTGTACCTCTTTACACTGCTG 838 

235 CysValValSerAsnTyrPheTrpLexiPhelleGluGlyLeuTyrLeuPheThrLeuLeu 254 

. 839 GTGGAGACCTTCTTCCCTGAGAGGAGATATTTCTACTGGTACACCATCATCGGCTGGGGG 898 

255 ValGluThrPhePheProGluArgArgTyrPheTyrTrpTyrThrllelleGlyTrpGly z/* 

899 ACACCTACTGTGTGTGTAACAGTGTGGGCTGTGCTGAGGCTCTATTTTGATGATGCAGGA 958 
275 ThrProThrValCysValThrValTrpAlaValLeuArgLeuTyrPheAspAspAiaGxy 

959 TGCTGGGATATGAATGACAGCACAGCT^^ "18 



29 5- CysTrpAspMetAsnAspSerThrAlaLeuTrpTrpVallleLysGlyProValValGly 



1018 
314 

1019 TCTATAATGOTTAACTTTGTGCTTTTCATCGGCATCATCATCATCCTTGTACAGAAGCTG 1078 
315 SerlleMetValAsnPheValLeuPhelleGlyllellellelleLeuValGlnLysLau 334 

1079 CAGTCCCCAGACATGGGAGGCAACGAGTCCAGCATCTACTTACGGCTGGCCCGCTCCACC 1138 



CAGTCCCCAGACATtK»AW»CAAV-^V'iv.v^i«w%is- t «w * *_ 
GlnSerProAspMetGlyGlyAsnGluSerSerlleTyrLeuArgLeuAlaArgSerTtir 
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# Fig. 8 # 



1139 CTACTGCTCATCCCACTCTTCGGAATCCACTACACAGTATTCGCCTTCTCTCCAGAGAAC 1198 
355 LeuLeuLeuIleProLetiPheGlylleHisTyrThrValPheAlaPheSerProGluAsn 374 

1199 GTCAGCAAGAGGGAAAGACTTGTGTTTGAGCTTGGGCTGGGCTCCTTCCAGGGCTTTGTG 1258 
375 ValSerLysAxgGluArgLeuValPheGluLeuGlyLeuGlySerPheGlnGlyPheVal 394 

1259 GTGGCTGTACTCTACTGCTTCCTGAATGGGGAGGTACAGGCAGAGATTAAGAGGAAATGG 1318 
395 ValAlaValLeuTyrCysPheLeuAsnGlyGluValGlriAlaGluIleLysArgLysTrp 414 

1319 AGGAGCTGGAAGGTGAACCGTTACTTCACTATGGACTTCAAGCACCGGCACCCGTCCCTG 1378 
415 ArgSerTrpLysValAsiiArgTyrPheThrMe-tAspPheLysHlsArgHisProSer-Leu 434 

1379 GCCAGCAGTGGAGTAAATGGGGGAACCCAGCTGTCCATCCTGAGCAAGAGCAGCTCCCAG 1438 
435 AlaSerSerGlyValAsnGlyGlyThrGlnLeiiSerlleLeuSerLysSerSerSerGln 454 

1439 CTCCGCATGTCCAGCCTCCCGGCCGACAACTTGGCCACCTGAGGCCTGTCTCCCTCCTCC 1498 
455 LexaArgMetSerSerLeuProAlaAspAsiiLeuAlaThr*** 467 

1499 TTCTGCACAGGCTGGGGCTGCGGGCCAGTGCCTGAGCATGTTTGTGCCTCTCCCCTCTCC 1558 

1559 TTGGGCAGGCCCTGGGTAGGAAGCTGGGCTCCTCCCCAAAGGGGAAGAGAGAGATAGGGT 1618 

£ 3 1619 ATAGGCTGATATTGCTCCTCCTGTTTGGGTCCCACCTACTGTGATTCATTGAGCCTGATT 1678 

$ 1679 TGACATGTAAATACACCTCAAATTTGGAAAGTTGCCCCATCTCTGCCCCCAACCCATGCC 1738 
1=3 1739 CCTGCTCACCTCTGCCAGGCCCCAGCTCAACCTACTGTGTCAAGGCCAGCCTCAGTGATA 1798 

W 1799 GTCTGATCCCAGGTACAAGGCCTTGTGAGCTGAGGCTGAAAGGCCTGTTTTGGAGAGGCT 1858 

US 1859 GGGGTAGTGCC 1869 



Fig. 9 

_ CGAGTGGACAGTGGCAGGCGGTGACTGAATCTCCAAGTCTGGAAACAATAGCCAGAGA 58 

59 TAGTGGCTGGGAAGCACCATGGCCAGAGTCCTGCAGCTCTCCCTGACTGCTCTCCTGCTG 118 
1 MetAlaArgValLeuGlnLeuSexLeuThrAlaLeuLeuLeu 14 

119 CCTGTGGCTATTGCTATGCACTCTGACTGCATCTTCAAGAAGGAGCAAGCCATGTGCCTG 178 
15 ProValAlalleAlaMe-tHisSerAspCysIlePheLysLysGluGlnAlaMetCysLeu 34 

179 GAGAGGATCCAGAGGGCCAACGACCTGATGGGACTAAACGAGTCTTCCCCAGGTTGCCCT 238 
35 GluArglleGlnAxgAlaAsriAspLeuMetGlyLeuAsnGluSerSerProGlyCysPro 54 

239 GGCATGTGGGACAATATCACATGTTGGAAGCCAGCTCAAGTAGGTGAGATGGTCCTTGTA 298 
55 GlyMe-tTrpAspAsnlleThrCysTrpLysProAlaGlnValGlyGluMetValLeuVal 74 

299 AGCTGCCCTGAGGTCTTCCGGATCTTCAACCCGGACCAAGTCTGGATGACAGAAACCATA 358 
75 SerCysProGluValPheArgllePheAsnProAspGlnValTrpMetThrGluThrlle 94 

359 GGAGATTCTGGTTTTGCCGATAGTAATTCCTTGGAGATCACAGACATGGGGGTCGTGGGC 418 
95 GlyAspSerGlyPheAlaAspSerAsnSerLeuGluIleThrAspMetGlyValValGly 114 

419 CGGAACTGCACAGAGGACGGCTGGTCGGAGCCCTTCCCCCACTACTTCGATGCTTGTGGG' 478 
115 ArgAsnCysThrGluAspGlyTrpSerGluProPheProHisTyrPheAspAlaCysGly 134 

tyl 479 TTTGATGATTATGAGCCTGAGTCTGGAGATCAGGATTATTACTACCTGTCGGTGAAGGCT 538 
135 PheAspAspTyrGlxiProGluSerGlyAspGlnAspTyrTyrTyrLeiiSerValLysAla 154 

jjl 539 CTCTACACAGTCGGCTACAGCACTTCCCTCGCCACCCTCACTACTGCCATGGTCATCTTG 598 
?A 155 LeuTyrThrValGlyTyrSerThzSerLeiiAlaThrLeuThrThrAlaMe-tVallleLeu 174 

v 5gg TGCCGCTTCCGGAAGCTGCATTGCACTCGCAACTTCATCCACATGAACCTGTTTGTATCC 658 
**, 175 CysAxgPheArgLysLeuHisCysThz-ArgAsnPhelleHisMetAsnLeuPheValSer 194 

□ 659 TTCATGCTGAGGGCTATCTCCGTCTTCATCAAGGACTGGATCTTGTACGCCGAGCAGGAC 718 
Cy 195 PheMetLeuArgAlalleSerValPhelleLysAspTrpIleLeuTyrAlaGluGlnAsp 214 

TU 719' AGCAGTCACTGCTTCGTTTCCACCGTGGAGTGCAAAGCTGTCATGGTTTTCTTCCACTAC 778 

□ 215 SerSerHisCysPheValSerThrValGluCysLysAlaValMetValPhePheHisTyr 234 

! B 

779 TGCGTGGTGTCCAACTACTTCTGGCTGTTCATTGAAGGCCTGTACCTCTTTACACTGCTG 838 
235 CysValValSerAsnTyrPheTrpLeuPhelleGluGlyLeuTyrLeuPheThrLeuLeu 254 

839 GTGGAGACCTTCTTCCCTGAGAGGAGATATTTCTACTGGTACACCATCATCGGCTGGGGG 898 
255 ValGluThrPhePheProGluAxgArgTyrPheTyrTrpTyrThrllelleGlyTrpGly 274 

' 899 ACACCTACTGTGTGTGTAACAGTGTGGGCTGTGCTGAGGCTCTATTTTGATGATGCAGGA 958 
275 ThrProThrValCysValThrValTrpAlaValLetiAxgLeuTyrPheAspAspAlaGly 294 

959 TGCTGGGATATGAATGACAGCACAGCTCTGTGGTGGGTGATCAAAGGCCCCGTGGTTGGC 1018 
295 CysTrpAspMetAsnAspSerThrAlaLeuTrpTrpVallleLysGlyProValValGly 314 

1019 TCTATAATGGTTAACTTTGTGCTTTTCATCGGCATCATCATCATCCTTGTACAGAAGCTG 1078 
315 SerlleMetValAsnPheValLeuPhelleGlyllellellelleLeuValGlnLysLeu 334 

1079 CAGTCCCCAGACATGGGAGGCAACGAGTCCAGCATCTACTTCAGCTGCGTGCAGAAATGC 1138 
335 GlnSerProAspMetGlyGlyAsnGluSerSerlleTyrPheSerCysValGlnLysCys 354 

A 



1 



Fig. 10 

1139 TACTGCAAGGCACAGCGGGCTCAGCAGCACTCTTGCAAGATGTCAGAACTATCCACCATT 1198 
355 - TyrCysLysProGlnArgAlaGlnGlnHisSerCYsLysMetSerGluLeuSerThrlle 374 

1199 ACTCTACGGCTGGCCCGCTCCACCCTACTGCTCATCCCACTCTTCGGAATCCACTACACA 1258 
375 ThrLeuArgLeuAlaArgSerThrLeuLeuLeuIleProLeuPheGlylleHlsTyxThr 394 

1259 GTATTCGCCTTCTCTCCAGAGAACGTCAGCAAGAGGGAAAGACTTGTGTTTGAGCTTGGG 1318 
395 ValPheAlaPheSerProGluAsnValSerLysArgGluArgLeuValPheGluLeuGly 414 

1319 CTGGGCTCCTTCCAGGGCTTTGTGGTGGCTGTACTCTACTGCTTCCTGAATGGGGAGGTA 1378 
415 LeuGlySerPheGlnGlyPheValValAlaValLeuTyrCysPheLenAsnGlyGluVal 434 

1379 CAGGCAGAGATTAAGAGGAAATGGAGGAGCTGGAAGGTGAACCGTTACTTCACTATGGAC 1438 
435 GliiAlaGluIleLysArgLysTrpArgSerTrpLysValAsnArgTyrPheThrMetAsp 454 

1439 TTCAAGCACCGGCACCCGTCCCTGGCCAGCAGTGGAGTAAATGGGGGAACCCAGCTGTCC 1498 
455 PheLysHisArgHisProSerLeuAlaSerSerGlyValAsnGlyGlyThrGlnLeuSer 474 

1499 ATCCTGAGCAAGAGCAGCTCCCAGCTCCGCATGTCCAGCCTCCCGGCCGACAACTTGGCC 1558 
475 IleLeuSerLysSerSerSerGlnLeuArgMetSerSerLeuProAlaAspAsnLeuAla " 494 

□l559 ACCTGAGGCCTGTCTCCCTCCTCCTTCTGCACAGGCTGGGGCTGCGGGCCAGTGCCTGAG 1618 
*8 495 Thr*** 49 5 

lj|L619 CATGTTTGTGCCTCTCCCCTCTCCTTGGGCAGGCCCTGGGTAGGAAGCTGGGCTCCTCCC 1678 
Lf|L679 CAAAGGGGAAGAGAGAGATAGGGTATAGGCTGATATTGCTCCTCCTGTTTGGGTCCCACC 1738 
LJ1739 TACTGTGATTCATTGAGCCTGATTTGACATGTAAATACACCTCAAATTTGGAAAGTTGCC 1798 
%jpL799 CCATCTCTGCCCCCAACCCATGCCCCTGCTCACCTCTGCCAGGCCCCAGCTCAACCTACT 1858 
j,Il859 GTGTCAAGGCCAGCCTCAGTGATAGTCTGATCCCAGGTACAAGGCCTTGTGAGCTGAGGC 1918 
E ,1919 TGAAAGGCCTGTTTTGGAGAGGCTGGGGTAGTGCCCACCCCAGCAGCCTTTCAGCAAATT 1978 
f*1979 GACTTTGGATGTGGACCCTTCTCAGCCTGTACCAAGTACTGCAGTTGGCTAGGGATGCAG 2038 
?S2039 CTCAGTTTCCTGAGCATCCTTTGGAGCAGGTCAACCTGAGGCTCCTTTTGCTTACCCGAC 209 8 . 
S2099 ATCTAAGTTGTCCAGGTGCTCGGCTCCTGTGTGCCTGGATGACGGGAGGGCTCCGGGGTC 2158 
tH2159 TTTCAGTCAAAGACTTACATTGAGGTGGGGTGAGAGTCAGAGAAAAGTTCTGGTGCTTTT 2218 
1^2219 CATTTGTTCTAAGAGCTGAGAGCCAGGAATGCAGAGTCAATTGGGAAGGAGATGGGATAG 2278 
1=^2279 CTGATGATCTTACCATGTCCATGACTGTGCCCCTGATTCAAGACCGGATCATGTGGTGGC. 2338 
?*2339 TTTATTTCTACACTTCTTGTCCACAATGGACAGTCTGAGGAAGCTCTTCTTTCAGCCACA 2398 
2399 ACAACCACAGAAAGCCCTTTCTTCTCCCCTCTTGTTTCTCCATAAGTCAAAGCCATGTTT 2458 
2459 AGAACGGACCAGCCACCTTGCGATGAAATCACTGAGTTCTGAAGCAACTTTCAATTTCCA 2518 
2519 CGAGCCAAGTCCTGGGTCCAGGGACGCCCC — 2548 
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_ Asn GIu Ser Ser lie Tyr Phe Ser Cys Va.1 Gin Lys Cys Tyr Cys Lv«? 

T y p e I — 3 AAC GAG TCC AGC ATC TAC TJC AGC TGC GTG CAG AAA TGC TAC TGC AAG 

pHPRlSA Asn Glu Ser Ser lie Tyr Phe Ser Cys Yal Gin Lys Cys Tyr Cys Lys 

humanTypel-B AAT GAG TCC AGC ATC TAC TTjC AGC TGC GTG CAG AAA TGC TAC TGC AAG 

pHPRSSA Asn GIu Ser Ser lie Tyr Phe _ Cys Val Gin Lys Cys Tyr Cys Lys 

T y p e I - B 2 AAT GAG TCC AGC ATC TAC TTjC TGC GTG CAG AAA TGC TAC TGC AAG 

Asn Glu Ser Ser lie Tyr Leu Thr Asn Leu Ser Pro Arj Yal Pro Lys 

1 , *. AAT GAG TCC AGC ATC TAC TTj\ ACA AAT TTA AGC CCG CGA GTC CCC AAG 
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lie Thr Leu Arg Leu Ala Ar* Ser Thr Leu' 
ATT ACT CTjA CGG CTG GCC CGC TCC ACC CTA 

He Thr Leu Arg Leu Ala Ar* Ser Thr Leu 
ATT ACT CTjG CGA CTG GCC CGG TCC ACC CTG 

He Thr Leu Arg Leu Ala Arg Ser Thr Leu 
ATT ACT CTjG CGA CTG GCC CGG TCC ACC CTG 

Pro Phe Leu Arg Leu Ala Ar* Ser Thr Leu 
CCT TTC CT.G.CGA CTG GCC CGG. TCC ACC CTG 
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I A CCC CAG ACA CAC ATT CGG GCT GAC CTG CCG CTG CTG TCA CTG CGA CGC CAG TCG TGC TGC CCA AGA 

1 Met All Gly Yal Val His Yal Ser Lett Ala Ala His Cys Gly Ala Cys Pro Trp Gly Arr Gly 

63 ACT CTC ATG GCT GGT GTC CTG GAC GTT TCC CTG GCT GCT CAC TGC GCG GCC TGT CCG TCG CCC CGC GCC 
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45 Leu Ser Yal Gly Gly Gin Trp Cys Trp Pro Arr Ser Val Met Ala Gly Val Yal His Val Ser Leu Ala 

206 CTC TCA GTG CGA CGC CAG TGC TCC TCG CCA ACA ACT GTC ATG GCT GGT GTC CTG CAC GTT TCC CTG GCT 

6* Ala Lett Lea Leu Lett Pro Met Ala Pro Ala Met His Ser Asp Cys lie Phe Lys Lys Gltt Gin Ala Met 

273 GCT CTC CTC CTG CTG CCT ATG GCC CCT GCC ATG CAT TCT GAC TGC ATC TTC AAG AAG GAG CAA GCC ATG 
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5 : Phe(F),Tyr(Y),Trp(W) 
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